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I. QPCR primers

5-F-Jun CCTTTTCCTCTCAGCCTTGA
5-R-Jun TATCAAGCAGGAACCCTCGT

6-F-NeuroD AGCTACGAGGTTCGTGGTTG
6-R-NeuroD CGCCTCGCAAAGAATTACAT

7-F-Nrf1 ACAAAGTTGCCGCTCAGAAT
7-R-Nrf1 TCAATGCTGTCACGCTCTTT

11.2-F-Smad2/3 TGTCTGCGTGTCTGTTCAACT
11.2-R-Smad2/3 CCATGCATCTCAACCATCAC

14-F-NK2 CGTAAACCCCGTGTTCTCTT
14-R-NK2 GTCGGCGTAAGCTTCAGAAC

23-smad1-F ACCATGGCTTTGAGATGGTC 
23-smad1-R AGCACGGGGTAGAGGTAACA

25-F-Smad4 GGATATGGAGATGGCCAGAC
25-R-Smad4 AGGTGACACAATTCGCTCAT

27-F-Dac TGCCACAAGCTTTTGAATTG
27-R-Dac GGATGCGAACCTGTTCTACG

28-F-Tbox2/3 ACTGCCGGTACAAGTTCCAC
28-R-Tbox2/3 GACACATTTCTGCATCCATTG

35-F-RXR AGATGCTCCAGGCATTTGAG
35-R-RXR TGTACGCCTCTCTTGAGGAA

Q36-hnf4-F GGGGAAGCACTACGGAGC
Q36-hnf4-R TCCTCTTGTCCTTGTCCACC

Q39-nfkb-F TGCTGTACAGGAGGAGAGGAG
Q39-nfkb-R CTGTCTATGAACATCGGTTGGA

Q40-xlox-F TTAACGGAACGTCACATCAAA
Q40-xlox-R CTGCTGACGTCGCTACCAT

46-F-SoxE CGGGAAGAGAAAACCTCACA
46-R-SoxE TTTTCCCAGGGTCTTGCTC

48-F-ash1 CATTGCCATAGCGATAACCA
48-R-ash1 TGAGGTGATCAGCGTCAAAG

49-F-Neurogin1 GACATCGTGATCGCTGGTAA
49-R-Neurogin1 AACGCCGACAGCTGAGTAAC

Q51-beta3a-F ATTTGACGAAGAAAGGCGAC
Q51-beta3a-R CGTACGGGATAACGCCAC

52-F-e12 GGCTCTCACCTGAGCAGAAG
52-R-e12 GTTTGGGCCTTATCCTGCTT

54-F-PTF1a TTGAAGGACTTAGGGAACACA
54-R-PTF1a CCCTCGTTCTCGATCATCTC

55-F-SoxC CATGGTTTGGTCACAAATCG
55-R-SoxC TACGGAGATTTCGCCACTTC

61-F-GataE TTGAAGTACAAGCCACAAGCA
61-R-GataE GCTCAAGACGAGAAGGAATTACA

69-F-Gro ACAGCACAAACCACCTCTCC
69-R-Gro CGTGAGTGCAGACGGTAAAA

70-F-RXF3 GGCTCAACAGGTTCAATGGT
70-R-RXF3 CACCGGGTCTAGCTTGTGTT

77-F-nato3 AAGAGTGACGAGGAAGATCAAAA
77-R-nato3 ATGCGATGCCATGCTATTC

92-enz1-F TCCGGAGTGTACCCCTAACA
92-enz1-R CTCACGATGGAGGAAGCAGT

106-F-NFIX GCGTCAAAGGCTTCTCGTAT
106-R-NFIX TTGTCGTTCATGAGCTCCTCT

110-F-tbx2 CAAGTATCAACCCCGTTTTCA
110-R-tbx2 TTCGTTCTGGTAGGCTGTGA

119-F-hath6 AACTCTCGAAGCTGGCCATA
119-R-hath6 TGCAGAGATCGACACAGTCC

120-F-myoR2 GAATGCTCGTGAACGAACTC
120-R-myoR2 GCTTGAAGCAAGTCGAAGTGT

123-F-E2F3 AATCGAGCAGCGGAAGTG
123-R-E2F3 GGATGTTATTCTTGGACTTCTTGG

124-F-grf TATGCTGCGATAAAGCCACA
124-R-grf CATTGTCCATTTCCCACACA

128-F-myoD TTGCCGTTACACAGAAATGC
128-R-myoD GCGAAGGTATTGGCGTACAT

129-F-myoD2 TCAGCGTGCAAGAAGAAAAA
129-R-myoD2 ATTTGAGCAAGTCCGCTGTT

132-F-tll AATCTTAGACATCCCCTGCAAA
132-R-tll TACGTACGGTTCCGTCGAAT

133-F-fax1 CACTACGGCGTCTACTGCTG
133-R-fax1 GTTTCTCCTTGCCTTGTCCA

135-F-mbt1 TGGATAACCGGTTCCTCATC
135-R-mbt1 GTCAGCGCCAATCCATTC

136-F-hand CGCCGACACCAAACTTTCTA
136-R-hand GCCGTTTATCGTCATCTCCA

137-F-par ACCGGACTCATAGCGTCAAC
137-R-par GGTTGATATAACTTGTCGCTAACCT

142-F-tbx1 TCAATGCATCGCTATCAACC
142-R-tbx1 TGCAGTGAATTGTGTCTCTGG

143-F-nr1H6c GTGAGGGTTGCAAGAGCTTC
143-R-nr1H6c TCCTACAGGCAGGACAGTGA

Q144-nr1H6b-F GACAAGGCAAGCGGTCTG
Q144-nr1H6b-R GGTCCATCACACAGTTTCCA

147-F-af9 CCAACAGGAGAGGGATTCAC
147-R-af9 AGGCTTTGGAAAGCTCTCAT

153-F-dsx CGAGCGGAGAAGCCTTAC
153-R-dsx ATTTAGCGCAGATGCAGTCC

Q154-ap2-F AGGCGATACATTTAGCTCGC
Q154-ap2-R CCGCTAGCACCATTTGTCTT

155-F-tr2.4/shr2 GCAGTTCAAGCTGACCACAC
155-R-tr2.4/shr2 ACCTGAAAGGCCGGTAAACT

159-F-nr5A CCGACTCATGCTGAGGCTAC
159-R-nr5A TTGCTGTGCAACATCTCCAT

160-myoR3-F GTCAAGACCCTTCGAGATGC
160-myoR3-R CAGATGAGAGATATACGTGGTTGC

164-F-scml1 TGAAACTAGAAGCCCTTGACC
164-R-scml1 CCAACCTCCAAAAGTCGTTC

165-F-mbt2 AGGTTTCAAGGTCGGTCACA
165-R-mbt2 TGTCCCATCCATCAAAGTGA

166-F-enz2 GATGAGACCGTTCTTCACAACA
166-R-enz2 CGATCACCATGGACTTTGC

172.1-F-nurr1 AAGAATGCCAAATACGTGTGC
172.1-R-nurr1 ACCATCCCACAGGCTAGACA

174-F-RAR CGTGCAGAAGAACATGCAAT
174-R-RAR TCTTTGGACATTCCAACTTCAA

175-F-nr1M3 GACGAGGCTTCTGGGATACA
175-R-nr1M3 CTCGCAGTGTCCTTCCTTCT

176-F-all1 GCTCATGACATCGAGAAGCA
176-R-all1 AATGCGGAACATGTAGACG

Q182-Spusf1-F CAATTCCAACACCCGCAT
Q182-Spusf1-R TTGTTGTAACTGTGCCCTCAA

188-F-clock CTGCGAGTGAGAAGAAGAGGA
188-R-clock AGTGTATGGTGGCTCTGAGGA

197-hifa-F   CTGCCTTGTCCTCATTGCTA
197-hifa-R   CGCAGTAGGTAAACTTCATGTCC

198-soxB2-F   CCCTAAAATGCACAACTCCG
198-soxB2-R   CCTTCATGTGTAGGGCTCGT

203-tbox20-F ACGTCGTGCCCTTAGACAAC
203-tbox20-R GAACGGTGAATCGGGATG
 
204-trh-F   CGTGGCAAGGAGAACTACGA
204-trh-R   GCCTCATGTGAAGATAGCCG

205-bbx-F   CTGTAAACGACACCGTCAGG
205-bbx-R   CCAGCTGCAGATATTTCTCCTT

209-arnt-F   TCTGAGTACCGATTCCAAGC
209-arnt-R   ATAGCTGTATTGGTGCAGACGA

214-ash2-F   CTCCTCTCGGCTACGACAAG
214-ash2-R   AAGAATCCTAACGTGTCGCC

217-tubby-F   GGAGGTCACATCCAACATCTG
217-tubby-R   CCTGGGCTGGAGATGAAGA

218-mtf1-F   AAGCTCACCAGAGAATCCACA
218-mtf1-R   GTAAGGGCGTTCCCCTGTAT

220-creb3-F   GTCTCAAGACGGTGAGGAGG
220-creb3-R   CTGTTCTGCTTGGTGCATGT

223-sin3a-F   ACAACACGCTGTTGGATCTG
223-sin3a-R   TATCCAGAGTGAAGGCCATGT

224-soxH-F TGACAAATGCCGACATAAGC
224-soxH-R GGATGGTCTTTTCGGTGTTG

226-ahr-F   CAACCCTAGTAAGCGGCATC
226-ahr-R   GCTCACACTGAGCCTGAGGA

228-trithorax-F   GAAGAATGTCGACGACGGAT
228-trithorax-R   ATGAAACGAGACAGGTTGCC

229-nfya-F   CCAGGAGCGGAACTACTTGA
229-nfya-R   TTCTCTCCTTGGGAATCCTG

Q232-reverb-F GCCAAACTGATCGAGAGCTG
Q232-reverb-R CACGATCCCTAACGACTTGAA

Q233-fxr-F AAATCTCTTGGAGGAGGGGA
Q233-fxr-R CCTTCTCCTACCCAAGGTCC

Q234-nr2C-F GAAGTGCTACCTCGATTGCC
Q234-nr2C-R AACTGCTCCATAGCCTTTGC

Q235-dsf-F AAGTATGCGGTGACCGTAGC
Q235-dsf-R CTCCTTTCCCTTGTTGCTTG

Q236-pnr-F TTACTGTGCGCTCTGCAATG
Q236-pnr-R CATGATTTCCTGAAGGAGGC

Q237-nr2E6-F GACATTCCATGCCAAGTGTG
Q237-nr2E6-R CGACAGACATAGGCCAGGTT

Q238-nr5B-F TGCAGCTCTCACAAGAATGC
Q238-nr5B-R TGCCAAAAGAGACCCAGAGT

Q239-gcnf-F GGGATCGTATCCTGTGAAGG
Q239-gcnf-R ACACCTGTTCCTCTTCTGTCG

Q241-olig3-F CCATCGTTTTCCAAGTCTGG
Q241-olig3-R GGTATAGCAGCGGTGTTGGT

Q242-mist-F TGCACACACTTAACGATGCC
Q242-mist-R TTGGCTAGAGTCAGAGTCTCGAT

Q243-scl-F CTCTGCATTTTCCGAGCTTC
Q243-scl-R TCACGGAGCTCCATCAGG

Q244-acsc-F CCATGGATTCGCCAATTTAC
Q244-acsc-R TGCCTCTTCGTCAAGCAATA

Q249-soxB1-F GGCAACAAGAACAACAGCAA
Q249-soxB1-R AATTGTGCATTTTGGGGTTC

Q250-soxD1-F CCAGCAAGCCTCACATCAAG
Q250-soxD1-R CCAGTATCTTGCTGATGTTGGA

Q251-lef1-F AGCGCAGCCATTAATCAAAT
Q251-lef1-R CTCCAGCCTGGGTATAGCTG

Q252-nr1M2-F GGTGTCACATGGTGGTGAAA
Q252-nr1M2-R AGCTCTGGGAAACCAGGAAT


Q277-fhl2-F TGTGCAGAGTGTGGCAAGTC
Q277-fhl2-R ACGATGGGTTGCTTGCAT

Q278-lmpt-F GCTGGCATCCATTCTGTTTT
Q278-lmpt-R GGATTCTGCATAGTGCCGTT

Q279-prkl2-F AGTACTGCGATTCTTGCGGA
Q279-prkl2-R GCAACGACCTATGGCATGTA

Q280-hlf-F AAAGATCTACGTGCCCGATG
Q280-hlf-R GGATGCCCGGATAACAATTT

Q281-mafB-F GTCGAGATTGAAAAGCCAGC
Q281-mafB-R AGAACTCGGCAGAGTCAGGA

Q282-giant-F AGTCAAACCCGTTCCAGATG
Q282-giant-R TGATTGCGATCTCTTCCTCC

Q283-lztf1-F GTACGGGGTGAGGTGGAAT
Q283-lztf1-R GCTCTGAGATGTCTGCCTGAA

Q284-myb-F CTGAGGCAAGCCATTGAAGT
Q284-myb-R ACCAGGTCAGGGTTCAGGAC

Q285-mta1-F TCAGCTGAAGCATCGTGAAC
Q285-mta1-R AGCAATGTGACTGTGCATTTG

Q287-p3A2-F AGCATCATGGAAGGGATGAC
Q287-p3A2-R GTGTACCACAGCATGGGATG

Q288-runx1-F CAATTGGAGCAGGGAATGAC
Q288-runx1-R ACTTACCACGGCCTGATTTG

Q289-runt1-F AGTTGTTTCGCTGGGAGAGA
Q289-runt1-R CGAGCCACTTGGTTCTTCAT

Q290-smad6-F AAAAATTCGCCAGAAGATCG
Q290-smad6-R CTGTGAACGTCCTGGAGTGA

Q291-tead3-F5 ACGATGCAGAGGGCGTGT
Q291-tead3-R5 CATTTTGCCTTCATCTGATAGAATA

Q292-tead4-F ACTTCATCCACAAACTCAAGCA
Q292-tead4-R CACCTGTAGAATTGTGAAGTTCTCT

Q295-ldb2-F GACGAACACTTATTCCGCGT
Q295-ldb2-R CGTCTGTTCGCAGTCTAACG

Q301-hey-F TATCGACGCAGATAGCACCA
Q301-hey-R GTGTGTGGGTTGAGGGATGT

303-F-Myc CCCGCCATCCTCACATAAT
303-R-Myc GGAACAGCGCTTTACCACTT

Q307-irf1-F ACCCAGGCTATTCAGGGATT
Q307-irf1-R CTTGTGTGGATAGCCCAAGC

316-F-CP2 accgaacatgcacagattga
316-R-CP2 cattgatagtctgtgaggcagtg

318-F-DP1 GAACCTGGTGACACGCAAC
318-R-DP1 ATGACCGTTTTCTTGCTGGT

320-F-SoxF TGTAGATCGGGGTTCTGGTC
320-R-SoxF TACTGGACAACGGTGGTGGT

326-F-SuH CATCGTCAGTCGGTACTCGTT
326-R-SuH ACATGCTGTAGCGAGGCATA

329-F-dmtf GCCTCTTGAGACTCCACCAT
329-R-dmtf GAATTGCTGACACAGAAGTGG

335-F-cic TGATCTTCAGCAAGCGTCAT
335-R-cic CTGTTTCTCCTTGGGCTTGA

336-F-AP4 TGCTCAATTTCTCTCCTTCGT
336-R-AP4 CGAGAGATAGCCAATAGCAATG

337-nfil3-F TGAAGACTTGCGAAGTGAGC
337-nfil3-R TGTGTTTGAGGTCCTTGTGG

338-F-E78b AATGTCACTTTTCAGGCAACTG
338-R-E78b TCTTTGGACATTCCTACTGCAA

339-F-E2F4 TCCATTGAATACTGTTCTTTGATTT
339-R-E2F4 GGCTGACACATTAGCAGTACGA

341-F-SRF TTCAAAACACGGCAAGAAAA
341-R-SRF AATGCCTGTTTTCCTTTTGC

347-F-irf4 CTCATCAGCCTCATCGACAG
347-R-irf4 GGAGTCTTCTTGAGGGTCGT

Q348-mlx-F TTAAAGCGATCATGGATGCC 
Q348-mlx-R GCTGAATACACATGCCGAAA

352-mef2-F GGTAACGTTCACAAAACGCA
352-mef2-R TGGAAGAGCTTGTTCCCACT

353-F-mbf1 AGAAAGGGGGTCCTGGAAG
353-R-mbf1 TAGGGCTTGGTTCCAGAATG

354-F-ATF2 CGACAAAAGTTCCTGGAGAGG
354-R-ATF2 TGAGAGAATTATTTGTTGCGTTT

356-F-Trx2 TGGATGCAGAAAAGCAAACA
356-R-Trx2 GCACAGTACCCATGCCTTG

357-F-thr TTCGAAGGACGATTCAGAAGA
357-R-thr TAACGGCATTGCTGACATTG

360-F-nr1H6a ACCTGCGAGGGGTGTAAGAC
360-R-nr1H6a ATGCCGACGGAGATACACTT

Q364-mad-F TCGCACAAAGACCAGCTATG
Q364-mad-R TGACGTTGTCTGTGCAAGGT

Q365-max-F AATCCGACTCGAACTCCTCA
Q365-max-R CCCTGAGTGTTCGCCTTTTA

366-E78a-F GATGCAAAGGCTTCTTCAGG
366-E78a-R AGCGACAATGCTGACATCTG

Q367-ERR-F2 GCTGGTAGCAAAGGCGTTAC
Q367-ERR-R2 TCCCCAAGGTGAGTGTTCTC

368-nr1AB-F GCAGAACTGTCCAGCACAAC
368-nr1AB-R AGGATGCACTTCCTGAGTCG

369-nr1M1-F CGGAGTCTCAACCAACATGA
369-nr1M1-R GCCGACACCGAGACATTTT

370-nr1M4-F GATGCAAGGGTTTCTTCAGG
370-nr1M4-R GGCAGGCAGGACATCTATTT

Q371-Ppar1-F3 TAACATCACCCGACCGAGAT
Q371-Ppar1-R3 CAGAAGGGATAGGAGTCTTGGA

Q372-PPAR2-F3 CAGATCGGGAAGGTCTTGTAG
Q372-PPAR2-R3 CCATTAGCTTGGCGTAGAGG

Q373-ROR-F2 CAGAGTCCATACCAGGCTTTG
Q373-ROR-R2 CACATCCCTTCCCACATTCT

Q375-AtoL1-F CGCATGCATCAGCTAAGAGA
Q375-AtoL1-R GGACAGGGTATCGTTGCAGT

Q376-AtoL2-F CGAAAACGTATGCGGAGTCT
Q376-AtoL2-R AACTTTGAGCCAGAAGCAGC

Q379-bhlhB1-F CCCTCTCCTCTTCTCCCAAC
Q379-bhlhB1-R TGATCTTGAGGTCTTCGATCC

Q381-NSCL-F GGATACGTGTCGAGGCTTTC
Q381-NSCL-R GTAACAGATGGCGAGTCGGA

Q382-NXF-F CGATCAGATCAACTCGGAGA
Q382-NXF-R TGTAGACACAGGCAAGCGAC

Q384-Id-F ACCATGTCCGATTGCTACG
Q384-Id-R CATGCTGTAGTATCTCCACTCG

Q386-Mnt-F GGCGCATCTGAAGGATTG
Q386-Mnt-R CGTGTCAAGACCTGGATGAA

Q387-Acsc3-F GGAGGAATGCGAGGGAAC
Q387-Acsc3-R GAAGCGTCTTGACTTTGGAGA

Q398-fos-F CTGCCTCCAAGTGTCGAAGT
Q398-fos-R CGTTCCGATTCAAGTGCTTT

Q399-creb-F2 AGACCGGCCACATCGTTA
Q399-creb-R2 GCTGCTTCCCTGTTCTTCAT

Q400-ATF6-F3 GGCAGCACACTTTCTTCACTA
Q400-ATF6-R3 CTTTGGAGCCAGGGGTAACT

Q401-XBP1-F2 TCAGTGGTCGTTTTGGATCA
Q401-XBP1-R2 TCGTCAGACTCCACATCAGC

603-F-glass CATTCTGGTGAGCGTCCCTA
603-R-glass GACTGGCAACAGCAGCTACA

605-F-Sim GGAATAGGGCACGCATCTT
605-R-Sim GAGAAGGAGAACGCGGAGT

607-F-Coe CTCACTCCAGACGATCATGC
607-R-Coe AATCAGCCCTAGCGAAGGA

609-F-MITF CCTCCTATTGATGGTCTCCAA
609-R-MITF GGGACCATCCTCAAGTCATC

617-F-HesC CCAGAACAGGGCGAATCTAA
617-R-HesC CGAAGACGGGTTTCAATGTC



II. QPCR timecourses

5-jun
0	2864.6
6	1639.0
12	2012.6
18	2105.1
24	2618.4
36	2447.8
48	4157.7

6-neuroD
0	0.1
6	0.8
12	3.2
18	1.4
24	2.7
36	4.3
48	11.1

7-nfe2
0	46.2
6	69.4
12	244.4
18	711.5
24	1022.5
36	1302.1
48	2488.9

11-smad3
0	804.9
6	522.8
12	182.5
18	220.7
24	298.2
36	509.6
48	923.2

23-smad1
0	1619.8
6	1903.2
12	1887.4
18	772.7
24	920.2
36	1390.5
48	965.8

25-smad4
0	1033.3
6	327.5
12	205.5
18	210.2
24	332.9
36	329.9
48	693.7

27-dac
0	4268.5
6	775.5
12	680.8
18	1326.5
24	1937.0
36	1261.8
48	808.8

28-tbx2.3
0	16.4
6	6.5
12	4.8
18	631.4
24	4274.4
36	1807.6
48	1755.2

35-rxr
0	0.2
6	5.8
12	1.0
18	9.4
24	15.2
36	114.9
48	0.3

36-hnf4
0	123.8
6	61.2
12	16.6
18	13.2
24	32.0
36	463.6
48	725.8

39-nfkb
0	487.9
6	464.1
12	156.2
18	303.9
24	481.9
36	612.3
48	1167.1

46-soxE
0	3.0
6	2.6
12	231.5
18	25.9
24	10.1
36	115.8
48	529.6

48-ash1
0	14.8
6	19.8
12	9.7
18	77.3
24	235.6
36	235.8
48	263.2

49-ngn
0	0.5
6	0.8
12	0.8
18	1.3
24	0.5
36	2.6
48	50.9

51-beta3
0	0.0
6	0.0
12	0.7
18	3.4
24	0.3
36	30.3
48	6.0

52-e12
0	83.0
6	167.1
12	111.4
18	174.8
24	784.8
36	1029.1
48	1628.5

54-ptf1a
0	0.3
6	231.5
12	101.6
18	97.3
24	160.2
36	609.0
48	430.0

55-soxC
0	53.9
6	192.5
12	553.2
18	1133.8
24	2871.3
36	2681.1
48	2688.2

61-gataE
0	2.2
6	0.8
12	1.3
18	111.4
24	105.4
36	346.1
48	218.7

69-gro
0	793.6
6	1100.8
12	357.2
18	315.9
24	530.3
36	667.5
48	749.5

70-rfx3
0	1833.7
6	971.1
12	934.9
18	955.9
24	522.9
36	507.1
48	638.1

77-nato3
0	0.0
6	4.9
12	11.1
18	1.7
24	5.6
36	7.2
48	17.0

92-enz1
0	25.5
6	27.5
12	18.7
18	25.0
24	53.8
36	114.2
48	72.4

106-nfIX
0	56.1
6	43.3
12	24.8
18	8.2
24	5.9
36	8.0
48	48.0

110-tbx6
0	5.9
6	5.2
12	1.6
18	6.5
24	15.4
36	24.0
48	96.1

119-hath6
0	195.3
6	59.5
12	32.4
18	19.3
24	41.0
36	124.2
48	148.1

120-myoR2
0	0.3
6	0.1
12	0.3
18	0.3
24	1.4
36	13.7
48	59.8

123-e2f3
0	37.1
6	8.5
12	178.8
18	1718.9
24	2247.6
36	1788.2
48	1073.8

124-grf
0	139.9
6	140.4
12	126.1
18	171.5
24	198.3
36	215.9
48	194.7

128-myoD
0	0.4
6	0.1
12	3.5
18	1.0
24	0.8
36	139.0
48	259.1

129-myoD2
0	0.0
6	0.8
12	1.9
18	1.2
24	1.9
36	4.3
48	4.9

132-tll
0	0.9
6	0.2
12	1.3
18	15.7
24	80.7
36	180.6
48	256.0

133-fax1
0	1.0
6	0.4
12	0.9
18	1.4
24	0.6
36	1.6
48	5.0

135-mbt1
0	16.1
6	7.1
12	14.8
18	87.4
24	107.2
36	197.7
48	121.1

136-hand
0	1.0
6	0.2
12	1.0
18	1.7
24	1.7
36	1.9
48	4.8

137-par
0	0.5
6	0.3
12	2.2
18	3.3
24	8.9
36	22.9
48	23.4

142-tbx1
0	1.8
6	1.4
12	1.3
18	1.1
24	1.4
36	2.7
48	3.2

143-nr1H6c
0	163.8
6	343.5
12	145.3
18	121.1
24	226.8
36	278.8
48	192.9

144-nr1H6b
0	325.4
6	381.2
12	129.0
18	43.5
24	85.8
36	794.9
48	2084.2

147-af9
0	805.0
6	319.0
12	288.0
18	202.0
24	306.9
36	361.2
48	334.2

153-dsx
0	0.3
6	0.1
12	1.6
18	0.2
24	2.0
36	11.8
48	42.3

154-ap2
0	9.1
6	23.0
12	9.3
18	6.4
24	25.7
36	406.2
48	1183.2

155-tr2.4
0	1203.2
6	1247.6
12	1335.0
18	1553.7
24	1400.8
36	935.2
48	1198.8

159-nr5A
0	11.0
6	8.9
12	3.6
18	7.9
24	2.6
36	3.4
48	11.9

160-myoR3
0	0.0
6	0.1
12	0.8
18	6.0
24	0.6
36	41.0
48	2.5

164-scml1
0	329.5
6	94.5
12	21.6
18	31.4
24	59.3
36	105.8
48	95.2

165-mbt2
0	364.0
6	213.2
12	183.7
18	113.0
24	117.3
36	186.4
48	170.9

166-enz2
0	1056.1
6	435.9
12	239.4
18	169.0
24	236.7
36	370.7
48	378.2

172-nurr1
0	4.2
6	0.0
12	12.3
18	8.1
24	6.6
36	11.8
48	125.7

174-rar
0	22.0
6	15.4
12	10.4
18	47.6
24	210.8
36	269.1
48	171.2

175-nr1M3
0	76.5
6	81.6
12	65.8
18	97.6
24	141.7
36	168.9
48	233.1

176-mll3
0	218.2
6	144.9
12	94.1
18	121.8
24	271.2
36	224.9
48	289.7

182-usf
0	979.8
6	850.6
12	904.4
18	639.5
24	1138.0
36	2678.6
48	2364.3

188-clock
0	517.6
6	464.2
12	148.0
18	179.7
24	363.3
36	428.5
48	516.8

197-hif1a
0	203.8
6	215.4
12	115.1
18	40.3
24	88.0
36	151.6
48	185.1

198-soxB2
0	6697.2
6	6137.9
12	8840.7
18	7517.2
24	7770.7
36	12101.0
48	11146.9

203-tbx20
0	619.7
6	640.8
12	264.8
18	42.6
24	18.1
36	38.5
48	14.7

204-trh
0	219.2
6	263.3
12	88.0
18	57.9
24	46.0
36	124.3
48	64.3

205-bbx
0	15.7
6	64.9
12	14.6
18	8.3
24	24.4
36	36.2
48	24.4

209-arnt
0	40.3
6	31.5
12	18.4
18	34.9
24	117.0
36	312.6
48	268.7

214-ash2
0	117.2
6	106.6
12	67.5
18	134.6
24	314.8
36	627.7
48	523.5

217-tubby
0	431.1
6	380.5
12	64.4
18	76.9
24	187.1
36	509.3
48	378.9

218-mtf1
0	343.1
6	582.0
12	119.0
18	159.3
24	378.9
36	532.4
48	512.4

220-creb3
0	0.6
6	31.5
12	46.4
18	94.4
24	170.6
36	457.1
48	402.4

223-sin3a
0	1096.2
6	229.1
12	153.5
18	618.0
24	1132.7
36	850.3
48	1238.8

224-soxH
0	0.2
6	1.0
12	3.1
18	6.5
24	2.2
36	49.3
48	21.1

226-ahr
0	318.1
6	234.2
12	107.3
18	72.8
24	208.0
36	292.4
48	363.8

228-trx1
0	2143.0
6	2032.7
12	682.7
18	241.0
24	365.4
36	602.3
48	582.4

229-nfYa
0	575.4
6	1093.9
12	330.7
18	92.2
24	274.6
36	712.7
48	629.1

232-reverb
0	938.0
6	953.3
12	37.3
18	59.2
24	103.1
36	252.6
48	388.1

233-fxr
0	1522.8
6	1715.8
12	160.5
18	154.1
24	356.3
36	1192.8
48	1377.5

234-nr2C
0	152.8
6	171.9
12	130.1
18	138.4
24	198.0
36	284.3
48	148.9

235-dsf
0	0.0
6	0.0
12	1.5
18	3.9
24	4.3
36	42.3
48	26.7

236-pnr
0	0.0
6	0.0
12	2.2
18	8.5
24	0.6
36	45.4
48	14.9

237-nr2E6
0	0.0
6	0.0
12	1.6
18	3.2
24	0.6
36	20.3
48	5.4

238-nr5B
0	441.9
6	803.2
12	146.2
18	262.5
24	338.1
36	679.8
48	624.2

239-gcnf
0	2.3
6	5.2
12	4.2
18	11.4
24	7.7
36	98.2
48	290.1

241-olig3
0	0.2
6	6.7
12	4.0
18	27.7
24	13.3
36	73.5
48	31.2

242-mist
0	0.2
6	2.3
12	2.6
18	4.7
24	2.9
36	77.8
48	39.6

243-scl
0	86.9
6	74.1
12	71.7
18	125.5
24	464.4
36	287.4
48	325.6

244-acsc
0	3.3
6	4.6
12	3.2
18	22.8
24	174.9
36	301.8
48	218.6

249-soxB1
0	14998.4
6	15783.3
12	22847.3
18	10534.7
24	8365.2
36	19074.0
48	22890.4

250-soxD1
0	268.1
6	333.2
12	221.2
18	181.8
24	213.0
36	471.2
48	524.8

251-lef1
0	384.9
6	23.3
12	0.2
18	8.7
24	19.5
36	10.9
48	46.5

252-nr1M2
0	5.6
6	24.6
12	2.1
18	9.2
24	17.7
36	259.1
48	1184.3

277-fhl2
0	294.1
6	240.9
12	103.7
18	26.8
24	8.9
36	43.0
48	71.9

278-lmpt
0	215.4
6	179.8
12	86.6
18	21.4
24	4.7
36	53.2
48	87.7

279-prkl2
0	1091.0
6	649.7
12	239.7
18	400.6
24	320.1
36	336.2
48	459.6

280-hlf
0	155.5
6	208.2
12	989.5
18	2266.4
24	3957.8
36	7830.3
48	6479.0

281-mafB
0	18.8
6	7.3
12	8.6
18	6.8
24	18.7
36	215.2
48	106.1

282-giant
0	0.0
6	0.3
12	0.8
18	4.1
24	0.9
36	36.1
48	9.5

283-lztf1
0	0.5
6	3.5
12	8.1
18	25.1
24	73.6
36	225.6
48	162.2

284-myb
0	489.4
6	466.2
12	996.3
18	1396.6
24	1277.0
36	1577.2
48	1256.2

285-mta1
0	1627.1
6	1414.4
12	1979.9
18	1889.6
24	1549.8
36	2603.4
48	1406.4

287-p3A2
0	308.6
6	339.8
12	436.3
18	496.2
24	477.2
36	371.6
48	165.1

288-runx1
0	0.0
6	0.0
12	4.9
18	4.4
24	0.8
36	33.0
48	8.1

289-runt1
0	22.6
6	2.2
12	110.1
18	253.4
24	829.3
36	2440.2
48	3278.2

290-smad6
0	86.2
6	61.9
12	110.4
18	406.0
24	934.6
36	1312.0
48	1945.0

291-tead3
0	314.4
6	279.7
12	129.3
18	199.7
24	286.1
36	377.0
48	816.6

292-tead4
0	770.6
6	1568.6
12	190.5
18	597.1
24	663.3
36	1619.5
48	1749.9

295-ldb2
0	847.8
6	1064.4
12	536.5
18	802.2
24	1141.4
36	2155.3
48	1842.3

301-hey
0	1.1
6	12.7
12	15.7
18	8.0
24	2.2
36	61.7
48	47.9

303-myc
0	277.1
6	201.3
12	72.8
18	826.4
24	2032.7
36	1492.3
48	1613.2

307-irf1
0	15.0
6	0.5
12	11.6
18	18.2
24	18.8
36	120.0
48	241.2

316-cp2
0	368.3
6	443.0
12	294.0
18	118.9
24	243.9
36	332.7
48	304.0

318-dp1
0	739.9
6	883.1
12	1064.2
18	1508.9
24	1456.8
36	1498.8
48	1381.0

320-soxF
0	109.3
6	61.5
12	71.6
18	28.6
24	57.9
36	478.7
48	2345.8

326-suH
0	234.4
6	611.9
12	644.9
18	404.6
24	409.9
36	640.2
48	576.9

329-dmtf
0	104.8
6	69.5
12	209.4
18	332.9
24	518.7
36	681.1
48	720.1

335-cic
0	98.6
6	25.9
12	22.1
18	164.7
24	166.0
36	143.0
48	168.4

336-ap4
0	10.3
6	2.1
12	53.0
18	229.2
24	227.0
36	189.7
48	121.7

337-nfIL3
0	24.0
6	11.8
12	14.4
18	98.1
24	238.0
36	376.6
48	471.1

338-E78b
0	10.2
6	20.1
12	20.4
18	54.4
24	107.1
36	199.7
48	210.8

339-e2f4
0	2.0
6	2.1
12	171.2
18	380.0
24	692.9
36	674.1
48	578.3

341-srf
0	621.8
6	650.4
12	619.8
18	297.2
24	548.7
36	899.4
48	636.1

347-irf4
0	9.4
6	5.0
12	10.5
18	7.5
24	7.8
36	221.0
48	214.3

348-mlx
0	283.5
6	194.7
12	231.4
18	269.1
24	391.8
36	684.4
48	686.8

352-mef2
0	843.7
6	976.7
12	295.8
18	630.6
24	829.5
36	1779.4
48	2346.5

353-mbf1
0	1133.3
6	843.4
12	950.0
18	1816.2
24	1851.2
36	684.6
48	611.9

354-atf2
0	180.3
6	416.4
12	252.4
18	95.4
24	262.7
36	464.3
48	679.2

356-trx2
0	0.1
6	0.2
12	3.8
18	15.1
24	29.5
36	41.0
48	54.8

357-thr
0	271.7
6	177.6
12	64.5
18	135.7
24	476.5
36	575.7
48	1016.0

360-nr1H6a
0	37.7
6	6.3
12	6.2
18	15.0
24	35.8
36	69.1
48	100.7

364-mad
0	40.6
6	73.7
12	602.2
18	782.5
24	975.8
36	3158.0
48	2921.1

365-max
0	241.1
6	200.3
12	339.4
18	447.2
24	482.4
36	512.9
48	350.7

366-E78a
0	38.7
6	69.3
12	2.2
18	4.8
24	82.2
36	288.4
48	256.9

367-Err
0	394.3
6	486.4
12	268.5
18	134.8
24	169.2
36	190.6
48	184.7

368-nr1AB
0	23.3
6	6.3
12	40.9
18	71.5
24	216.2
36	320.4
48	256.8

369-nr1M1
0	126.9
6	49.1
12	5.0
18	8.7
24	6.4
36	44.9
48	33.3

370-nr1M4
0	106.1
6	10.0
12	0.9
18	7.9
24	10.2
36	47.8
48	17.1

371-Ppar1
0	249.5
6	333.1
12	174.2
18	60.2
24	114.5
36	224.1
48	438.3

372-Ppar2
0	1.1
6	0.0
12	1.4
18	3.5
24	1.5
36	12.5
48	7.8

373-Ror
0	461.6
6	368.9
12	43.0
18	25.0
24	8.5
36	22.1
48	112.1

375-atoL1
0	0.2
6	0.0
12	0.4
18	1.8
24	0.0
36	13.3
48	2.8

376-atoL2
0	0.1
6	0.1
12	0.6
18	3.9
24	1.5
36	19.3
48	1.7

379-bhlhB1
0	17.6
6	17.8
12	27.7
18	66.9
24	163.7
36	323.7
48	390.8

381-NSCL
0	0.0
6	0.0
12	1.3
18	2.0
24	0.0
36	20.3
48	3.8

382-NXF
0	0.0
6	0.8
12	0.6
18	3.9
24	0.6
36	21.9
48	3.3

384-Id
0	3.8
6	29.1
12	403.5
18	280.8
24	486.2
36	2710.2
48	743.4

386-mnt
0	72.3
6	22.2
12	25.1
18	93.6
24	210.3
36	190.1
48	260.2

387-acsc3
0	0.0
6	0.0
12	0.0
18	5.2
24	0.9
36	21.1
48	7.6

398-fos
0	1.3
6	0.0
12	2.0
18	5.4
24	10.1
36	11.4
48	24.8

399-creb
0	1553.5
6	965.8
12	1030.8
18	911.2
24	1394.8
36	1239.5
48	923.3

400-Atf6
0	298.6
6	274.3
12	81.8
18	188.9
24	340.9
36	418.8
48	307.5

401-Xbp1
0	631.7
6	558.8
12	170.9
18	454.4
24	1053.4
36	2285.9
48	4191.2

603-glass
0	0.7
6	0.5
12	1.1
18	0.5
24	4.6
36	387.4
48	638.9

605-sim
0	0.4
6	0.9
12	6.2
18	4.1
24	9.7
36	447.0
48	987.0

607-coe
0	146.7
6	320.5
12	198.6
18	75.4
24	66.9
36	431.7
48	1122.3

609-mitf
0	606.0
6	640.0
12	139.8
18	116.5
24	756.3
36	1736.4
48	1527.2

617-hesC
0	296.3
6	110.9
12	2424.0
18	3062.3
24	3629.5
36	4098.9
48	2356.1

III. WMISH primers

W5-Jun-F GGAGACTCAGTTCTACGAAGATTCA
W5-Jun-R TTGTTGTGCCAGCATAACTTG

W7-nfe2-F ATTTAGGTGACACTATAGAAAGTCACTCTACAAATGCCACTGC
W7-nfe2-R TAATACGACTCACTATAGGGGATCAACTGGGCTACC

W11-smad3-F ATTTAGGTGACACTATAGAAGCTCAAGGCTGTCGAACG
W11-smad3-R TAATACGACTCACTATAGGGGATACTCTGCACCCCATCC

W25-smad4-2F ATTTAGGTGACACTATAGAACAAGATTCAGTCCTCGTGTCC
W25-smad4-R TAATACGACTCACTATAGGGGAAGGGCACAAGTGATCCTG

W27-dachshund-F CCACCGCCTACTCAGGTTC
W27-dachshund-R AGGTCTTCCTCGTGGTCGT

W28-tbx2/3-F ATTTAGGTGACACTATAGAATCACCGCCTACCAGAACG
W28-tbx2/3-R TAATACGACTCACTATAGGGCCAAAAGCGAAGGGATGG

W52-beta1-F ATTTAGGTGACACTATAGAACACAGCCCACGAAGAAAGG
W52-beta1-R TAATACGACTCACTATAGGGGATGACTGCCCCAAACAGG

W55-SoxC-F GTTCCTCAGAAGAGCTTCGC
W55-SoxC-R GTCGACATGGACGATTGCT

W69-gro-F ATTTAGGTGACACTATAGAATGGCGTACTCATTTCACG
W69-gro-R TAATACGACTCACTATAGGGTGTCCAGACCCCCTGTCC

W70-rfx3-F ATTTAGGTGACACTATAGAACACGGTGACCCTGCAGAC
W70-rfx3-R TAATACGACTCACTATAGGGAGCAATGGGCGTCTCTCC

W117-etv1-F ATTTAGGTGACACTATAGAACCCCCGTCAGGAGATGTTC
W117-etv1-R TAATACGACTCACTATAGGGGTTAGCATGGCTGAGG

W123-e2f3-F ATTTAGGTGACACTATAGAACGCTACGACACATCATTAGGTC
W123-e2f3-R TAATACGACTCACTATAGGGTCGTAGGCATCGAACAGGTC

W155-tr2.4/shr-F ATTTAGGTGACACTATAGAAATGGGCATGGTTTCATCTC
W155-tr2.5/shr-R TAATACGACTCACTATAGGGATGCCGACATCGTTATCTGTG

W166-enz2-F ATTTAGGTGACACTATAGAAggtgaaaggtcaaatgacataatgg
W166-enz2-R TAATACGACTCACTATAGGGtcgatcaccatggactttgc

W182-usf1-F  ATTTAGGTGACACTATAGAATCACCACAGAGGCCAAGG
W182-usf1-R  TAATACGACTCACTATAGGGTCACCGACGCACACACAC

W188-clock-F ATTTAGGTGACACTATAGAAtgtgatatgtatgatgatggtgaag
W188-clock-R TAATACGACTCACTATAGGGggcatctgccgagtttatcc

W191-smcx-F GTGAGGACCAACCAGTGTGC
W191-smcx-R TGTCCACATGGTGTATGCAG

W203-tbx20-F TAATACGACTCACTATAGGGcaccccttcgttcagaagc
W203-tbx20-R ATTTAGGTGACACTATAGAAtgattttgataggccgtgacag

W209/186-Arnt-F CCATTTGTTTCTATGATTTTACTTTTG
W209/186-Arnt-R TGTACTCTCCATGATTACATTCCTGT

W228-trx1-F ATTTAGGTGACACTATAGAAGAGTTTCCTGTCCAGTTCTTTGG
W228-trx1-2R TAATACGACTCACTATAGGGATGAAACGAGACAGGTTGCC

W229-nfYa-F ATTTAGGTGACACTATAGAATGGAAGGGAATACAGTAGCTCAGAC
W229-nfYa-R TAATACGACTCACTATAGGGGCGGTAGCTGCACCATTG

W232-reverb-F ATTTAGGTGACACTATAGAATTTCGACGGAGCATCCAG
W232-reverb-2R TAATACGACTCACTATAGGGCACGATCCCTAACGACTTGAA

W233-ecr-F ATTTAGGTGACACTATAGAACGCATGGACCTGGAGTTG
W233-ecr-R TAATACGACTCACTATAGGGCACGTCCCAAATCTCTTGGAG

W250-soxD-F ATTTAGGTGACACTATAGAAGGCAGTGACGATGAAGATATGC
W250-soxD-R TAATACGACTCACTATAGGGGCGATTCCATTTTCCGATTC

W280-hlf-F TAATACGACTCACTATAGGGCAGGAAAACCCCCAGGAG
W280-hlf-R ATTTAGGTGACACTATAGAATTGCATCAATGGGCAATAGG

W290/614-smad6-F TAATACGACTCACTATAGGGTGTGCTGCAATCCCTACC
W290/614-smad6-R ATTTAGGTGACACTATAGAACGACTCCCGGTGCATGAG

W303-SpMyc-F CAGAGGAAGAAATCGATGTGG
W303-SpMyc-R GCGTTATGTGTCCTGGTGTG

Q316-cp2-F accgaacatgcacagattga
W316-cp2-R ATTTAGGTGACACTATAGAAtgattccccctactccttgc

W318-dp1-F ATTTAGGTGACACTATAGAACCTGGTGACACGCAACAAG
W318-dp1-R TAATACGACTCACTATAGGGCCTGCTAGGTAAGGTTCCAATG

W320-soxF-F TAATACGACTCACTATAGGGGGCATGGGTGTTTGGTCTG
W320-soxF-R ATTTAGGTGACACTATAGAATGCGACGATGTTCTGTTGC

W339-e2f4-F TAATACGACTCACTATAGGGTGGCTACCCTTGTTGAGACG
W339-e2f4-R ATTTAGGTGACACTATAGAAcgagccgactagctctggtg

W348-mlx-F ATTTAGGTGACACTATAGAATGGCTAACCAAGATTCAAGC
W348-mlx-R TAATACGACTCACTATAGGGTCTGACCTGCTTTCCTCAAGAC

W353-mbf1-F AACTGGAGGTGAGCCTGGTA
W353-mbf1-R GACACAGCTCACATTTATAGGGC

W354-atf2-F TAATACGACTCACTATAGGGtgtgaggaactaaacgggaagtc
W354-atf2-R ATTTAGGTGACACTATAGAAtgggttgagtgtggcaaatg

W357-thr-F AGGGAAACTGTCGGTTCTGA
W357-thr-R TGAGACCATTGGATAGGATCAA

W607-coe-F ATTTAGGTGACACTATAGAACAACTCCAAACGTTGATGGTC
W607-coe-R TAATACGACTCACTATAGGGTCTGGATCGCCAGGATGC

W609-mitf-F ATTTAGGTGACACTATAGAAGGGACCATCCTCAAGTCATC
W609-mitf-R TAATACGACTCACTATAGGGATGGTGGTGCTGCTGGAG

W617-hesC-F TCCGCCTACTCTTCTTCGTG
W617-hesC-R GTAGCAAACTGCTGGACTGG

